In the Claims ; 

1-118. (canceled). 

119. (Currently amended) An isolated polypeptide having at least 80% amino acid sequence 
identity to: 

(a) the amino acid sequence of the polypeptide of ohown in Figure 272 (SEQ ID NO: 377); 

(b) the amino acid sequence of the polypeptide of shown in Figur e 272 (SEQ ID NO: 377); 
lacking its associated signal peptide; 

(c) tho amino aoid s e qu e nce of th e extrac e llular domain of the polypeptide ahown in Figuro 



(d) th e amino aoid s e qu e nc e of th e e xtracellular domain of tho polypeptid e shown in Figur e 
272 (SEQ ID NO:377); lacking i ts associat e d signal p e ptid e ; or 

(e) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 
the cDNA deposited under ATCC accession number 203092; 

wherein said polypeptide is an immunosuppressor . 

120. (Currently amended) The isolated polypeptide of Claim 119 having at least 85% amino 
acid sequence identity to: 

(a) the amino acid sequence of the polypeptide of sh o wn in Figur e 272 (SEQ ID NO: 377); 

(b) the amino acid sequence of the polypeptide of ohown in Figuro 272 (SEQ ID NO: 377); 
lacking its associated signal peptide; 

(c) the amino aoid sequ e nce of the extrac e llular domain of th e polypeptide shown in Figur e 
272 (SEQ ID NO: 377) ; 

(d) th e amino aoid ooqucnoo of th e extrac e llular domain of th e polyp e ptid e ohown in Figure 
272 (SEQ ID NO:377); lacking its a s sooiatod signal peptid e ; or 

(e) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 
the cDNA deposited under ATCC accession number 203092; 

wherein said polypeptide is an immunosuppressor . 

121. (Currently amended) The isolated polypeptide of Claim 1 19 having at least 90% amino 
acid sequence identity to: 

(a) the amino acid sequence of the polypeptide of shown in Figuro 272 (SEQ ID NO: 377); 
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(b) the amino acid sequence of the polypeptide of ohown in Figure 272 (SEQ ID NO: 377); 
lacking its associated signal peptide; 

(c) tho amino acid ooquonco of th e extracellular domain of tho polypeptide Ghown in Figure 
£73 (SEQ ID NO: 377) ; 

tho amino aoid c e qu e noo of tho oxtraoollular domain of tho polyp e ptide shown in Figure 
272 (SEQ ID NO: 377); laoking itc osoooiat e d signal peptide; or 
{©) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 
the cDNA deposited under ATCC accession number 203092; 
wherein said polypeptide is an immunosuppressor . 

122. (Currently amended) The isolated polypeptide of Claim 119 having at least 95% amino 
acid sequence identity to: 

(a) the amino acid sequence of the polypeptide of shown in Figur e 272 (SEQ ID NO: 377); 

(b) the amino acid sequence of the polypeptide of ohown in Figure 272 (SEQ ID NO: 377); 
lacking its associated signal peptide; 

(c) tho amino aoid oequ e noo of tho extrne o llular domain of tho polypeptide Ghown in Figure 
2-72 (SEQ ID NO: 377) ; 

(<i) tho amino aoid soqu e noo of tho e xtracellular domain of th e polypeptide ohown in Figur e 

272 (SEQ ID NO:377); looking ito associated oignal poptid e ; or 
(e) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 

the cDNA deposited under ATCC accession number 203092; 

wherein said polypeptide is an immunosuppressor . 

123. (Currently amended) The isolated polypeptide of Claim 1 19 having at least 99% amino 
acid sequence identity to: 

(a) the amino acid sequence of the polypeptide of ohown in Figure 272 (SEQ ID NO: 377); 

(b) the amino acid sequence of the polypeptide of shown in Figure 272 (SEQ ID NO: 377); 
lacking its associated signal peptide; 

(c) tho amino aoid ooquonoo of tho extracellular domain of tho polypcptido ohown in Figure 
2?2 (SEQ ID NO: 377) ; 
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(d) tho amino aoid sequence of the e xtrac e llular domain of tho polypeptid e oh o w n in - Figur e 
272 (SEQ ID NO:377); lacking its associat e d s ignal p e ptide; or 

(e) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 
the cDNA deposited under ATCC accession number 203092; 

wherein said polypeptide is an immunosuppressor . 

124. (Currently amended) An isolated polypeptide comprising: 

(a) the amino acid sequence of the polypeptide of shown in Figure 272 (SEQ ID NO: 377); 

(b) the amino acid sequence of the polypeptide of shown in Figure 272 (SEQ ID NO: 377), 
lacking its associated signal peptide; 

(c) th e amino aoid s e qu e nce of tho cxtraoollular domain of th e polypeptid e s hown in Figure 
272 (SEQ ID NO: 377) ; 

(4) th e amino aoid s e qu e nc e of the e xtrac e llular domain of th e polyp e ptid e ohown in Figur e 

272 (SEQ - fl) NO: 377); looking its as s ociated signal peptid e ; or 
(e) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 

the cDNA deposited under ATCC accession number 203092. 

125. (Currently amended) The isolated polypeptide of Claim 124 comprising the amino acid 
sequence of the polypeptide of shown in Figur e 272 (SEQ ID NO: 377). 

126. (Currently amended) The isolated polypeptide of Claim 124 comprising the amino acid 
sequence of the polypeptide of shown in Figure 272 (SEQ ID NO: 377), lacking its 
associated signal peptide. 

127-128. Canceled. 

129. (Previously presented) The isolated polypeptide of Claim 124 comprising the amino acid 
sequence of the polypeptide encoded by the full-length coding sequence of the cDNA 
deposited under ATCC accession number 203092. 
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130. (Previously presented) A chimeric polypeptide comprising a polypeptide according to 
Claim 124 fused to a heterologous polypeptide. 

131. (Previously presented) The chimeric polypeptide of Claim 1 30, wherein said heterologous 
polypeptide is an epitope tag or an Fc region of an immunoglobulin. 

132. (New) An isolated polypeptide having at least 80% amino acid sequence identity to: 

(a) the amino acid sequence of the polypeptide of SEQ ID NO; 377; 

(b) the amino acid sequence of the polypeptide of SEQ ID NO: 377; lacking its associated 
signal peptide; 

(c) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 
the cDNA deposited under ATCC accession number 203092; 

wherein said polypeptide induces chondrocyte redifferentiation. 

133. (New) The isolated polypeptide of Claim 132 having at least 85% amino acid sequence 
identity to: 

(a) the amino acid sequence of the polypeptide of SEQ ID NO: 377; 

(b) the amino acid sequence of the polypeptide of SEQ ID NO: 377; lacking its associated 
signal peptide; . 

(c) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 
the cDNA deposited under ATCC accession number 203092; 

wherein said polypeptide induces chondrocyte redifferentiation. 

134. (New) The isolated polypeptide of Claim 132 having at least 90% amino acid sequence 
identity to: 

(a) the amino acid sequence of the polypeptide of SEQ ID NO: 377; 

(b) the amino acid sequence of the polypeptide of SEQ ID NO: 377; lacking its associated 
signal peptide; 

(c) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 
the cDNA deposited under ATCC accession number 203092; 

wherein said polypeptide induces chondrocyte redifferentiation. 
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135. (New) The isolated polypeptide of Claim 132 having at least 95% amino acid sequence 
identity to: 

(a) the amino acid sequence of the polypeptide of SEQ ID NO: 377; 

(b) the amino acid sequence of the polypeptide of SEQ ID NO: 377; lacking its associated 
signal peptide; 

(c) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 
the cDNA deposited under ATCC accession number 203092; 

wherein said polypeptide induces chondrocyte redifferentiation. 

136. (New) The isolated polypeptide of Claim 132 having at least 99% amino acid sequence 
identity to: 

(a) the amino acid sequence of the polypeptide of SEQ ID NO: 377; 

(b) the amino acid sequence of the polypeptide of SEQ ID NO: 377; lacking its associated 
signal peptide; 

(c) the amino acid sequence of the polypeptide encoded by the full-length coding sequence of 
the cDNA deposited under ATCC accession number 203092; 

wherein said polypeptide induces chondrocyte redifferentiation. 



